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MOLO000358  beta—sitosterol (B—7F £ i) 36.91391  0.75123
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Wi IR A B, & PR BB A R 5 38 BT I 45 MAPK 5 538
%, PR B 2 W0 IR 1) i 1 28 T B I 1 A i 1 e
FE N AP AR IR . AT L, 2
T — LA YT T 2 R AR ST R BTE fE
GagZE VR SRR, S R A S 2 00 45 R AR AT
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