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YT E X L BERE (4R %I 518110)
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1.1 HRERRME PELTOLGIEYE R0
#r T. H (Bioinformatics Analysis Tool for Molecular
Mechanism of TCM, BATMAN-TCM, http://bionet.
ncpsb.org/batman—tem/index.php )™ ; NS FFIARE
J% (Human Phenotype Ontology, HPO, https://hpo. jax.
org/app/) ; IA J7 0 5 KL PE £ (Therapeutic target
database, TTD, http: //bidd.nus.edu.sg/group/cjttd/) ; 7
2 N 5 W 18 R 5t 1% A4 P2 (Online Mendelian
Inheritance in Man, OMIM, http://www. omim. org/) ;
Genecards £ 5 /7 (https : //www. genecards.org/) ; Venny
2.1.0 (https://bioinfogp. cnb. csic. es/tools/venny/index.
html) ; 8 F )5 B AHVE FF- & String 0408 2 (https < //en.
string—db. org/) 5 W 2% 1 $b J& 1 73 1 A+ Cytoscape
3.9.1; DAVID 7£ £k T. H. (https : //david. nciferf. gov/) ; 18

HAE- 15 (http < //www.bioinformatics.com.cn/)
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1.2 BRFEZFEERSRIEAESIEIE SRS
VB RS B R R DU BR 25 2 A, AR B
BATMAN-TCM 8 4 X 4k R 25 (19 155 1l 73 B #E
AT . TiEARE N Score cutoff=40, P<0.05, HE%
A AR EE R A oy e — e S WA PR &
LA IR A ROE R L EE

1.3 BERZEF-SOELREEREHE 7EHPO,
TTD ., OMIM F1 Genecards %84} )& LA “Hypertension” (
ML) SR A6 2R ) A I g I R BE A, 5 0T K E R 452
e I R R R, 5 B AR i R L R IS R T
PR BN RS E - I R R LR A . o Genecards
B 176 e 1 DX A 7 356 A5 7B Ol Relevance score
>10,

1.4 MEERDH

1.4.1 “febdh-3e i W M%&HE HEREED
A RO 3 B HE v i Hs B R PR R G 6 &R A Ciyto-
scape B RE 5 B 45 ¥ 35 WAL & ) - FE ] (Com-
pound-Target, C=T) (2% [&] , DAFRFT HAT U853 FHE AL
HAHEAEH . FIH Network Analyzer £ 5 X5 2 49) Fl
FOIE KA TN 34T, BE (degree ) {3755 ) 26 Hh 4y a5
T 1) 2R, AR BE (R R/ N 28t AR B T TP G
AL S Y AERIEE A

1.4.2 ZarmzERAMBMERZSER T K
B T 1A T R I B B R PR B 5 A String BUHE
JB ARG PO EAE I OC&R  Ti de S 400 e lAH B4
43 %% (minimum required interaction score )>0.4; F|
Cytoscape 14 & W] #1462 11 T B ARVE FHF- 5 (Protein—
protein interaction, PP) (%% , 371 H cytoHubba F54 f1
MCC FyA i e PPT 45 i i 6

1.5 E£MEREEEESN EREFEZIGITREIL
JE I R A DAVID 7R o0 #r T 5, E A7 5L
AAA (Gene ontology , GO) 43 H7 S U ABIE N 5 L R 24
B 4 45 (Kyoto encyclopedia of genes and genomes,
KEGG )@ & 5007 . 6% P<0.05 d/MTECH 2 1
AT >2 1 Ak R T REHE , 40 ] AT AR At 7R
(Biology Process, BP) , 4 i 21 i ( Cellular Component,
CC) 4rFIi6E (Molecular Function, MF) Ll & KEGG il
BT, I 22 GO R M EIR K X KEGG il B 45
pSREIS

2 #R
2.1 BERFEHFUMSRIEMBA  BATMAN-

TCM 4l 22 N B RS 1% 17 iR 2 W L o 36 2354, 1%
18 Score cutoff=40 M bR EFFA 77 4k , 245 2 A 206 Pk
Jl71 1054~ HEIE 467 4~

2.2 BRFEF-SMEBEEE ZHPO.TID,
OMIM F1 Genecards £ 4 22 K5 2= i 1l He 4 5 (K] 4301
29711068 F 1824~ , 45 F 25 HE J JLAT 51 oy 1 e 40
546 1> R IR B A 5 B AR 5 i 1 A A B PR
TS RAF I 67 4 (WL 1) ME R B R A %
Ve LR SE R E . il 3 Venn B0 W L3, EAR %
VR e I )RR L AT B SR 3850 7.19% , W2 D5 4+
T 15 I A AR S VR R0 A, i 1 EA R ek 3R
JPPER].

i I BN B4

Bl BRZEZESEMENAY-EFEZEEER

2.3 WEERSH

2.3.1 “debp-¥e W ALHE HEREEY
H1 26 /N 50K 43 TG 1R I R DG IR ¥ R A 79 A
ARG B AT Y 67 A e 1 3 PR A AR DG OC R
T Cytoscape FR /46 (¥ %5 86 % 7 1Y) C-T M 4% . 4
B2 J , I8 AR A 5 148 A9 AR 245 2%k, 3%
W AR 1707 e Uil 200 2 AR
FHE o BEAHHE T 10 62 098 USSR AL TR | Wi B
B0 =T AN R S HAT AR EEA R
LA, AR 1, R S F 28 T2k IBmsfResZ
TR CHT IR 3R E 32 40D (4 3R P4SO AR 5
k2,

2.3.2 PPIM%WMEAAZCHKRE S HTHA
EMRS IR IT R AR TR R P A A
String {48 A2 3R U PPT 25 141, UL 3. PP 2% 4
6T AT AL 214 A EAE I OC R 5 37 A
JEME N 6.39, F 1Rl R K R ECN 0.574, £ 0k )5
15 4 PP 28 rh B i 10 7420 R (UL BT 4) 43531 h
M 7E [ (albumin, ALB) & SR 3E K T (tumor necrosis
factor, TNF) . 3& i & B8 & 1 [ 9 (matrix
metallopeptidase 9, MMP9) | Il & & 5k £ J&
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s AR JBEAH
1 B4R (Arachidic Acid) 13
2 BIE E R (Dauricine) 10
3 =T R (Trihydroxybufosterocholanic Acid) 10
4 HHKER (Glyeyrrhetinic Acid) 10
5 a- = FREFE ek (Alpha—Trihydroxy Coprostanic Acid) 10
6 18a—HHLIKMAL (18alpha—Glycyrrhetinic Acid) 9

3-H%-6,7,8-=&UIE[ 1, 2-AEE-2—[ii] (3-Meth-
7 yl-6,7,8=Trihydropyrrolo[1,2-A]Pyrimidin-2—One ) 9
8  FEHER L2 (Tetrahydropalmatine) 9
9 18B-TH KR (18beta—Glycyrrhetinic Acid) 8
10 REZ A(Ganoderic Acid A) 8
F2 BREEZETSMELEHEER

' HEL IR 24 FR HNID FEE
1 BRI 5 3C 451 1(NR3C1) 2908 33
2[RRI = RRER S A (MTTP) 4547 19
3 MZRTFE3C L5 2(NR3C2) 4306 13
4 JABHAESZIARNAIE o2 B (CHRNA2) 1135 8
5 AR paSOKIE 17T WARE A G 1(CYP17AD 1586 8
6  HIFIMRE EZIKEM 4(PTGER4) 5734 8
7 HIFIRE EZEE A 2(PTGER2) 5732 8
8  TIFIRER E kM 3(PTGER3) 5733 8
9 FEETTARRAZ 14 M3 (CHRM3) 131 7
10 ZBEABHREE (ACHE) 43 7

(angiotensinogen, AGT) | Ifil % & 5k & 11 -1 £ 37 &
(angiotensin II receptor type 1, AGTR1) i E ALY A
14 5 W) 05 32 Ky (peroxisome proliferator activated

receptor gamma, PPARG) | g H P47 41 g it 2% X 1~ 1
(neutrophil cytosolic factor 1, NCF1) | #&E Ifil [H + 11
(coagulation factor 11 ,F2) BEFAMR I Sl 2 &K C I
#  (succinate dehydrogenase complex subunit C,

SDHC) B F 1T (coagulation factor I ,F3),

A
\3;.\"3'7‘-—*

LNV

=

21 (0 — 8 (0 3R MCC BRIk
B4 BREZEZETaMEZOEEMLEE



- 28 - PEZDER2023F 28 $FE228 E28

TCMJ, Vol. 22,No. 2,Feb 2023

2.4 NEEESTEERST

2.4.1 GOFHAHM I DAVID T HXFHEREN 4
PEAT GO W A0 AR LK 5. T LA Y 4B AR 4R
FEZHA PSR B NRB KN - G
I 32 AR5 5 38 % (G—protein coupled receptor signal-
ing pathway ) {5554 T (signal transduction) \ J%E S
(inflammatory reaction) \ Ji3¢ Ca® ¥ B 1) 1E 8% (posi-
tive regulation of cytosolic calcium ion concentration) {4
27 M 58 fifh A% 35 3 2 (chemical synaptic transmission ) ;
B IR F2 2000 1) A 2 AT S AR - 2 i
TR LB B AR AR 43 (integral component of mem-
brane) | 4ff Jifd Jit B 1% %< {4 B¢ 73 (integral component of
plasma membrane) \Z&H44 (mitochondrion) #4 %€ (den-
drite) ; L P AR 32 5731 D HE AY SCHR M AR 21/ MK
KR« 25 %) 45 4 (drug binding) | Ifil 21 2 %% & (heme
binding) . G & [ HI5 £ ME IR B% 57 4 7% P (G-protein
coupled acetylcholine receptor activity ) | B, 2% {46 P
(electron carrier activity) . 88 T 454 (iron ion bind-

ing) .

G- protein coupled receptor signaling pathway

signal transduction

d9

inflammatory response

positive regulation of cytosolic calcium ion concentration
count

® 10

® 20
plasma mem! brane
®
integral component of membrane

- log10(pvalue)
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20

integral component of plasma membrane
10
8
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8
drug binding 1@ 4
2

heme binding

an

G- protein coupled acetylcholine receptor activity 1+

electron carrier activity

iron ion binding
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2.4.2 KEGGi@#'s & N DAVID THXSHE
FLNGEIEAT KEGG 3l i 1 0T, 3531 22 S W 4l
i A R R W AR AR LR 6, AT IR
HRA VIR YT e s 1 3 AR P g% O IR DA 5 391)
55 MUK DAy M 28 T P T A - A2 (A AH LA (Neural 1i-
gand-receptor interaction) | £5 {55 5 1 # (Calcium sig-
naling pathway) . 1A 4> #§ % (Parkinson’s disease) .
c¢GMP-PKG {5518 % (cGMP-PKG signaling pathway) |
cAMP {5 538 [ (cAMP signaling pathway) | JH % i %
fith (Cholinergic synapses) \AEP94E PE A 7 JH (Non—alco-

holic fatty liver disease) . B /K 7% 16 2R 9% (Alzheimer’s
disease) |, % L % (Huntington's disease) . & % 7 b

(Renin secretion) o

Neuroactive ligand- receptor interaction k
Calcium signaling pathway

Parkinson's disease - log10(pvalue)

cGMP- PKG signaling pathway

CAMP signaling pathway

Cholinergic synapse —_

® 10

Non- alcoholic fatty liver disease (NAFLD) ® s
®

Alzheimer's disease . 25

Huntington's disease

Renin secretion

0.0000 0.0005 0.0010 0.0015
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PREE B, 46 FE AN — 2R B R 25 W A e g SR R A
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