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X BB 4G T AR S AE R e bk A AT AR M A Ak R A M A3 8RR GE A (DAVID) i
TRRARAEY TR RE EoWE FAKR AL RA T H 4 FH(KEGC) i@ 5% 5 &£ 54, 172 55
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ABIFTE R FH A 28 2 BR 27 R J7 % e 5 g A 1 2%
FRL, D22 A B o) FLRE B HIALAR E AT T 05T, LASH
SEAF S RS P S H T
IR R /S
1.1 BEERRGETIRE PERGLHEE S5
B -F 5 (Traditional Chinese Medicine Systems Phar-
macology Database and Analysis Platform, TCMSP, www.
temspw.com/temsp.php ) , Uniprot (4 4" (www.uniport.
org) . M HE W) HE A 20 27 4045 27 (Comparative Toxi-
cogenomics Database, CTD, http://ctdbase. org/). Pub
Chem 4 J# (https://pubchem. ncbi.nlm. nih. gov/) . Swiss
Target Prediction ZU & 22 (http://www.swisstargetpredic-
tion. ch/) . STRING £ 4} /£ (https://string—db. org/) . -
Y27 A5 B0 B " (The Database for Annota-
tion, Visualization and Integrated Discovery, DAVID
6.8, https://david.nciferf.gov/) DA J2 cytoscape 3X /4 (ver-
sion 3.7.2) .
1.2 BETFHAIEE TCMSPEILT RG22
W Tk w25t 2 A sl oo AR 25 - h
3 — B 0 4% — 5 0 1) 265 E AT B 5 1 O3 BT BOHE
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HABROPFEN AR L TR R B S A M AR B
HUZA RO o AN TCMSP PR Hices B1 H Al EL A i
43, PE— 25 MR A= W R B (0B=30%) . 2 2 1 (DL>
0.18) 4R 1577 & Z K iYL B ¥ o 183 CTD Hodle 72 4
TCMSP H5HH e 7 76 1 1945 B 1 )i o it A7 3, 314
CH WA G

1.3 SHUEYHIEERSIEE  Swiss Target
Prediction 504 72 J&— MRS 2 D A1 3 D 454
G T AL S VR S A R R B % .
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FIHE T I B HAE R TCMSP i e 2, AR 15 51 5 1Y)
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& (Gene Ontology, GO) 4= ¥ i:f 7 (biological process,
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WA IR YR, 15 2 B ry 4R
T

2 &R
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Gy 0B(%) DL Pub Chem CID
MOLO11676 39.97 0.47 20055804
MOLO11678 36.91 0.75 6916037
MOL000359 36.91 0.75 12303645
MOL000471 83.38 0.24 10207
MOL007326 31.76 0.68 5281769
MOL000011 68.83 0.66 442510
MOL000358 36.91 0.75 222284
MOL000449 43.83 0.76 5280794
MOLO001755 36.08 0.76 5484202
MOL008647 86.71 0.26 5280537
MOLO11169 44.39 0.82 5351516
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CID

MOLO11676 carboxyatractyloside 77228-71-8 20055804
MOLO000359 sitosterol 83-46-5 12303645
MOLO00471 aloe—emodin 481-72-1 10207
MOLO000358 beta-sitosterol 83-46-5 222284
MOL000449 Stigmasterol 83-48-7 5280794
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MOLO008647 Moupinamide 66648-43-9

5484202
5280537
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carboxyatractyloside 2 1.0
sitosterol 49 0.06517148
aloe—emodin 20 0.11360166
beta—sitosterol 79 0.28757607
Stigmasterol 73 0.23242233
24-Ethylcholest—4-en—3-one 45 0.20036094
Moupinamide 99 0.65432797

3 itk
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TR ZAME S . PTPN 18 5% 23 300
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B2 BoEaEEERMEE

x4 EYIRERSWER

x5 KEGGESEBEERINER

GOterm_BP RHRFERH (% ) P {7 i % RIRFEH (% ) P
response to drug 16.82 1.05%107 Pathways in cancer 0.13 9.99x107"
steroid hormone mediated signal- 888 6.28x10°" Prostate cancer 0.06 1.09x107°
ing pathway Neuroactive ligand-receptor interaction 0.10 3.40x10™
t iption initiation from RNA

ranscription initiation from 108 3.26x10°1 Hepatitis B 0.07 4.53%10°
polymerase II promoter g
Colorectal cancer 0.05 1.22x10
intracellular receptor signaling »
N 6.54 5.74x10 Nitrogen metabolism 0.03 4.95x10°
pathway
. . . 8
extracellular matrix disassembly 6.54 1.09x107™" Chronic myeloid leukemia 0.05 711X10
cell proliferation 11.68 423x10™" p33 signaling pathway 0.04 2.99x107
Non-small cell lung cancer 0.04 4.68x107”
ephrin receptor signaling pathway 6.54 5.54x10™" Cell eycle 0.06 8.46x107
positive regulation of ERK1 and Estrogen signaling pathway 0.05 2.50x107°
8.41 8.16x107" . B
ERK2 cascade Proteoglycans in cancer 0.07 3.12x10
. . . . Bladder cancer 0.03 3.41x10°7°
peptidyl—tyrosine phosphorylation 7.94 9.86x10
Progesterone—mediated oocyte maturation 0.04 4.38x107°
positive regulation of nitric oxide 514 L11x1071° Steroid hormone biosynthesis 0.04 6.06x10°°

biosynthetic process

BLLE 25 pid 2eid i IR A U B D RE 1

Degree {H A 72 B J2& 41 ifd i Ht )52 53 (Tumor Pro-
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JATZ. TP 53 B S 21 T 2 Fh IR 00 % A RS
WA, & H 1 I 05 TP 53 —E
KA,

Degree {H 4 69 Y J2& 3% J¢ 2E K K 132 1K (epider-
mal growth factor receptor, EGFR) . EGFRAE N{E 5%

SZ AR, KD RE AT A0 AR B A AR B S5
A IMISE . AN, EGFR B H 2RI 2248 i
R 2 55 A K A 2R 58 B IE  ThRE 1,

3.3 EEFSEFEANHEIREESH EIRRNH
T B HF N RN AT OGO TRy 2SR
BT R G R 3 5 AT PRI X | nz ik oy 32 B3R
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TR DIREIE 5 LAt | Bk oy E 2RI
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